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Supplementary Figure S5. Binding sites of FUBP1 on SARS-CoV-2 RNA The binding site of FUBP1 was predicted from iCLIP data
in SARS-CoV-2 RNA. The upper panel shows the structure of the SARS-CoV-2 genome. The middle panel shows the predicted
binding site of FUBP1 on SARS-CoV-2 RNA. The bottom panel shows the p-value and g-value of the binding motif of FUBP1.



